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The new version 42 of Rigaku’s CrysAlisPro is offering numerous new features. The new XtaLAB Synergy DW-VHF in combination with the HyPix and HyPixArc family sets new standards in single crystal X-ray crystallography. The improved Synergy Flow and ‘Intelligent goniometer head’ workflows including improved sample centering. New tools allow flexible automated operation for small molecule and protein samples. 
The all-new AutoChem5.0 based on OlexSys Olex2-1.5 features new automation recipes for ‘Sponge sample’ operation. This is combined with our new ‘Sponge mode’, which automates sponge related experiment and data reduction workflows.

Rigaku launched in May 2021 the world’s first electron diffractometer XtaLAB Synergy-ED. CrysAlisPro now implements the full electron diffraction workflow from experiment to data reduction. Thanks to the adaptations in AutoChem5.0 for 3DED/microED the user experiences the same ease-of-use as in X-ray diffraction. Interfacing to PETS and Jana2020 completes the tools for dynamic refinement. 
Data reduction/processing speed is key: Further ‘multi-process’ approaches were added to exploit the power of modern 16+ core machines. The GUI was enhanced by new tools for data set tuning, data set merging, proffitloop automation, frame selector, HP cell templates, data set visuals (thumb nails, better graphs) and other productivity tools.
Interfacing to external programs becomes easier with TIFF, CBF, PGM and other formats. The Esperanto format was enhanced to cover all new detector developments like CdTe HPADs, ‘curved’ HPADs and full experiment corrections into frames. 
User profiles are better integrated into the experiment workflows to better manage larger work groups.
